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Table S1: Primer sequences for site directed mutagenesis of the p53´ plasmid 
 
 
Mutation Direction Primer Sequence (5´ to 3´) 
N239Y 
Original plasmid of stabilized p53 quadruple mutant from Fersht Lab containing 
M133L, V203A, N268D, and N239Y.1 
Reversion on the N239Y mutation was used to create the p53´ plasmid 
Y239N Forward Reverse 
CCA CTA CAA CTA CAT GTG TAA CAG TTC CTG CAT GG 
CCA TGC AGG AAC TGT TAC ACA TGT AGT TGT AGT GG 
C124S Forward GTC TGT GAC TTC CAC GTA CTC CCC GGG GAG TAC GTG GAA GT CACA GAC Reverse 
C135S Forward CAA GCT GTT TAG CCA ACT GGC C GGC CAG TTG GCT AAA CAG CTT G Reverse 
C141S Forward CCA ACT GGC CAA GAC CTC CCC TGT GC CAG CTG CAC AGG GGA GGT CTT GGC C Reverse 
C182S Forward GGC GCT GCC CCC ACC ATG AGC GCA GC GGA GGG GCC AGA CCA TCG CTA TCT GA Reverse 
Y236F Forward CCA TCC ACT ACA ACT TCA TGT GTA AC CTG TTA CACA TG AAG TTG TAG TGG AT Reverse 
C275S 
Forward 
Reverse 
GTG CGT GTT AGT GCC TGT CCT 
AGG ACA GGC ACT AAC ACG CAC 
C277S 
Forward 
Reverse 
GTG CGT GTT TGT GCC AGT CCT GGG 
CCC AGG ACT GGC ACA AAC ACG CAG 
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Figure	  S1:	  
	  
Representative autoradiograms of a C135S-p53′ EMSA and a C275S-p53′ EMSA for the evaluation of 
mutant p53 activity on Gadd45 response element DNA. The LC samples do not contain a photooxidant 
while the AQ samples contain a 5′ covalently tethered anthraquinone. The band intensities of free DNA 
and p53-bound-DNA are quantified with ImageQuant to determine changes in p53 occupancy upon 
irradiation. 
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Table S2: QTRAP 6500 LC-MS/MS Peptide Transitions 
 
Peptide Q1 (amu) 
Q3 
(amu) 
Dwell 
Time 
(msec) 
Declustering 
Potential (V) 
Collision 
energy 
(V) 
C141S.TSPVQLWVDSTPPPGTR.+2y10.light 919.475782 1026.52145 20 98.1 42 
C141S.TSPVQLWVDSTPPPGTR.+2y9.light 919.475782 927.453036 20 98.1 42 
C141S.TSPVQLWVDSTPPPGTR.+2y8.light 919.475782 812.426093 20 98.1 42 
C141S.TSPVQLWVDSTPPPGTR.+2y6.light 919.475782 624.346386 20 98.1 42 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y11.light 955.975092 1212.600763 20 100.8 43.3 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y10.light 955.975092 1026.52145 20 100.8 43.3 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y8.light 955.975092 812.426093 20 100.8 43.3 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y6.light 955.975092 624.346386 20 100.8 43.3 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y11.heavy 957.984724 1212.600763 20 100.8 43.3 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y10.heavy 957.984724 1026.52145 20 100.8 43.3 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y8.heavy 957.984724 812.426093 20 100.8 43.3 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y6.heavy 957.984724 624.346386 20 100.8 43.3 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y11.light 927.46436 1212.600763 20 98.7 42.2 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y10.light 927.46436 1026.52145 20 98.7 42.2 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y8.light 927.46436 812.426093 20 98.7 42.2 
p53_3X.TC[CAM]PVQLWVDSTPPPGTR.+2y6.light 927.46436 624.346386 20 98.7 42.2 
p53_3X.VC[CAM]AC[CAM]PGR.+2y6.light 410.18364 720.29159 20 61 23.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y5.light 410.18364 560.260942 20 61 23.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y4.light 410.18364 489.223828 20 61 23.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y3.light 410.18364 329.193179 20 61 23.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y6.heavy 414.202903 728.330116 20 61 23.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y5.heavy 414.202903 564.280205 20 61 23.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y4.heavy 414.202903 493.243091 20 61 23.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y3.heavy 414.202903 329.193179 20 61 23.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y6.light 353.162176 606.248662 20 56.9 21.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y5.light 353.162176 503.239478 20 56.9 21.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y4.light 353.162176 432.202364 20 56.9 21.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y3.light 353.162176 329.193179 20 56.9 21.6 
p53_3X.VC[CAM]AC[CAM]PGR.+2y6.light 412.193272 724.310853 20 61.2 23.7 
p53_3X.VC[CAM]AC[CAM]PGR.+2y5.light 412.193272 560.260942 20 61.2 23.7 
p53_3X.VC[CAM]AC[CAM]PGR.+2y4.light 412.193272 489.223828 20 61.2 23.7 
p53_3X.VC[CAM]AC[CAM]PGR.+2y3.light 412.193272 329.193179 20 61.2 23.7 
p53_3X.VC[CAM]AC[CAM]PGR.+2y5.light 412.193272 564.280205 20 61.2 23.7 
p53_3X.VC[CAM]AC[CAM]PGR.+2y4.light 412.193272 493.243091 20 61.2 23.7 
p53_3X.VC[CAM]AC[CAM]PGR.+2y6.light 414.202903 728.330116 20 61.3 23.8 
p53_3X.VC[CAM]AC[CAM]PGR.+2y5.light 414.202903 564.280205 20 61.3 23.8 
p53_3X.VC[CAM]AC[CAM]PGR.+2y4.light 414.202903 493.243091 20 61.3 23.8 
p53_3X.VC[CAM]AC[CAM]PGR.+2y3.light 414.202903 329.193179 20 61.3 23.8 
C275S.VSAC[CAM]PGR.+2y6.light 373.68433 647.29297 20 58.4 22.3 
C275S.VSAC[CAM]PGR.+2y5.light 373.68433 560.260942 20 58.4 22.3 
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C275S.VSAC[CAM]PGR.+2y4.light 373.68433 489.223828 20 58.4 22.3 
C275S.VSAC[CAM]PGR.+2y3.light 373.68433 329.193179 20 58.4 22.3 
C275S.VSAC[CAM]PGR.+2y6.heavy 375.693962 651.312233 20 58.4 22.3 
C275S.VSAC[CAM]PGR.+2y5.heavy 375.693962 564.280205 20 58.4 22.3 
C275S.VSAC[CAM]PGR.+2y4.heavy 375.693962 493.243091 20 58.4 22.3 
C275S.VSAC[CAM]PGR.+2y3.heavy 375.693962 329.193179 20 58.4 22.3 
C275S.VSAC[CAM]PGR.+2y6.light 345.173598 590.271506 20 56.3 21.3 
C275S.VSAC[CAM]PGR.+2y5.light 345.173598 503.239478 20 56.3 21.3 
C275S.VSAC[CAM]PGR.+2y4.light 345.173598 432.202364 20 56.3 21.3 
C275S.VSAC[CAM]PGR.+2y3.light 345.173598 329.193179 20 56.3 21.3 
iRT.LGGNETQVR.+2y8.light 487.256705 860.42207 20 66.6 26.4 
iRT.LGGNETQVR.+2y4.light 487.256705 503.293622 20 66.6 26.4 
iRT.AGGSSEPVTGLADK.+2y8.light 644.822606 800.451245 20 78.1 32.1 
iRT.AGGSSEPVTGLADK.+2y6.light 644.822606 604.330067 20 78.1 32.1 
iRT.VEATFGVDESANK.+2b8.light 683.827888 819.38831 20 81 33.5 
iRT.VEATFGVDESANK.+2y9.light 683.827888 966.452701 20 81 33.5 
iRT.YILAGVESNK.+2y8.light 547.298038 817.441408 20 71 28.6 
iRT.YILAGVESNK.+2y6.light 547.298038 633.32023 20 71 28.6 
iRT.TPVISGGPYYER.+2y9.light 669.838059 1041.499986 20 79.9 33 
iRT.TPVISGGPYYER.+2y8.light 669.838059 928.415922 20 79.9 33 
iRT.TPVITGAPYYER.+2y8.light 683.853709 956.447222 20 81 33.5 
iRT.TPVITGAPYYER.+2y7.light 683.853709 855.399543 20 81 33.5 
iRT.GDLDAASYYAPVR.+2y8.light 699.338423 926.473043 20 82.1 34 
iRT.GDLDAASYYAPVR.+2y7.light 699.338423 855.435929 20 82.1 34 
iRT.DAVTPADFSEWSK.+2y9.light 726.835713 1066.484001 20 84.1 35 
iRT.DAVTPADFSEWSK.+2y9+2.light 726.835713 533.745639 20 84.1 35 
iRT.TGFIIDPGGVIR.+2y7.light 622.853512 713.394064 20 76.5 31.3 
iRT.TGFIIDPGGVIR.+2y6.light 622.853512 598.367121 20 76.5 31.3 
iRT.GTFIIDPAAIVR.+2y8.light 636.869162 854.509428 20 77.5 31.8 
iRT.GTFIIDPAAIVR.+2y6.light 636.869162 626.398421 20 77.5 31.8 
iRT.FLLQFGAQGSPLFK.+2y10.light 776.929751 1051.557107 20 87.8 36.8 
iRT.FLLQFGAQGSPLFK.+2y9.light 776.929751 904.488693 20 87.8 36.8 
p53.ELNEALELK.+2y7.light 529.790046 816.446159 20 69.7 27.9 
p53.ELNEALELK.+2y6.light 529.790046 702.403232 20 69.7 27.9 
p53.ELNEALELK.+2y5.light 529.790046 573.360639 20 69.7 27.9 
p53.ELNEALELK.+2y4.light 529.790046 502.323525 20 69.7 27.9 
p53.SVTC[CAM]TYSPALNK.+2y8.light 670.829377 893.472708 20 80 33 
p53.SVTC[CAM]TYSPALNK.+2y7.light 670.829377 792.42503 20 80 33 
p53.SVTC[CAM]TYSPALNK.+2y6.light 670.829377 629.361701 20 80 33 
p53.SVTC[CAM]TYSPALNK.+2y5.light 670.829377 542.329673 20 80 33 
p53.SVTC[CAM]TYSPALNK.+2y8.heavy 672.839008 893.472708 20 80 33 
p53.SVTC[CAM]TYSPALNK.+2y7.heavy 672.839008 792.42503 20 80 33 
p53.SVTC[CAM]TYSPALNK.+2y6.heavy 672.839008 629.361701 20 80 33 
p53.SVTC[CAM]TYSPALNK.+2y5.heavy 672.839008 542.329673 20 80 33 
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p53.SVTC[CAM]TYSPALNK.+2y8.light 642.318645 893.472708 20 77.9 32 
p53.SVTC[CAM]TYSPALNK.+2y7.light 642.318645 792.42503 20 77.9 32 
p53.SVTC[CAM]TYSPALNK.+2y6.light 642.318645 629.361701 20 77.9 32 
p53.SVTC[CAM]TYSPALNK.+2y5.light 642.318645 542.329673 20 77.9 32 
p53.LFC[CAM]QLAK.+2y6.light 440.241481 766.391622 20 63.2 24.7 
p53.LFC[CAM]QLAK.+2y5.light 440.241481 619.323208 20 63.2 24.7 
p53.LFC[CAM]QLAK.+2y3.light 440.241481 331.233982 20 63.2 24.7 
p53.LFC[CAM]QLAK.+2y6+2.light 440.241481 383.699449 20 63.2 24.7 
p53.LFC[CAM]QLAK.+2y6.heavy 442.251112 770.410885 20 63.2 24.7 
p53.LFC[CAM]QLAK.+2y5.heavy 442.251112 623.342471 20 63.2 24.7 
p53.LFC[CAM]QLAK.+2y3.heavy 442.251112 331.233982 20 63.2 24.7 
p53.LFC[CAM]QLAK.+2y6+2.heavy 442.251112 385.70908 20 63.2 24.7 
p53.LFC[CAM]QLAK.+2y6.light 411.730749 709.370158 20 61.1 23.7 
p53.LFC[CAM]QLAK.+2y5.light 411.730749 562.301744 20 61.1 23.7 
p53.LFC[CAM]QLAK.+2y3.light 411.730749 331.233982 20 61.1 23.7 
p53.LFC[CAM]QLAK.+2y6+2.light 411.730749 355.188717 20 61.1 23.7 
p53.C[CAM]SDSDGLAPPQHLIR.+3y7.light 555.938627 860.510097 20 71.6 27.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y6.light 555.938627 763.457333 20 71.6 27.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y8+2.light 555.938627 466.277243 20 71.6 27.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y7+2.light 555.938627 430.758686 20 71.6 27.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y7.heavy 557.278382 860.510097 20 71.6 27.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y6.heavy 557.278382 763.457333 20 71.6 27.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y8+2.heavy 557.278382 466.277243 20 71.6 27.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y7+2.heavy 557.278382 430.758686 20 71.6 27.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y7.light 536.931473 860.510097 20 70.3 26.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y6.light 536.931473 763.457333 20 70.3 26.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y8+2.light 536.931473 466.277243 20 70.3 26.8 
p53.C[CAM]SDSDGLAPPQHLIR.+3y7+2.light 536.931473 430.758686 20 70.3 26.8 	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